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Mid-Term Review
MBIE’s mid-term review for Genomics Aotearoa was held on February 16-17,
2022. Thanks to our GA staff, board and PI’s for providing a comprehensive
overview of progress and successes that have demonstrated the performance
of the Platform to date.
The Review Panel of five national and international reviewers was impressed
with what they saw, and we are hopeful that their ensuing report will provide us
with a clear road map for the years ahead.

Genomics Aotearoa Seminar Series
We were thrilled to start the seminar series this past Tuesday with another well
known international speaker - Professor Alice Roberts.
Professor Roberts has presented well over 100 television programmes on
biology, archaeology and history, has numerous radio programmes, and has
written ten popular science books - her latest book, Buried: An Alternative
History of the First Millennium in Britain, will be published in May 2022.
She was awarded the Royal Society’s first David Attenborough Prize for Public
Engagement in 2020. Professor Roberts talked about how genomics has
provided the tools to address many previously unanswerable questions in

archaeology across the UK.
Her presentation Ancestors: A History of Britain Through Burials is now
available on our YouTube Channel. Please subscribe to see recordings of our
past and future seminars as they are uploaded.

Genomics Aotearoa’s next seminar is on Friday, March 11 at 3pm.
Emily Koot: Genome-wide analysis reveals the genetic stock structure of hoki
(Macruronus novaezelandiae).
Emily works for Plant and Food Research; her research centres primarily
around Evolutionary Biology and Ecology.
Please let us know if you know of a potential presenter for future seminars

Te Nohonga Kaitiaki Guidelines
The Te Nohonga Kaitiaki: Guidelines for
Genomic Research with Taonga Species are
on the Genomics Aotearoa website, located in
the guidelines section.
There are two versions:
Te Nohonga Kaitiaki Guidelines for Genomic
Research on Taonga Species
Te Nohonga Kaitiaki: Guidelines for Genomic
Research with Taonga Species (with background)

e-Research NZ 2022
eResearch NZ, a joint initiative between New Zealand eScience Infrastructure
(NeSI), REANNZ, and Genomics Aotearoa, brings together communities that
are exploring or innovating the ways digital tools and techniques can be used to
advance research outcomes. It celebrated its first fully online annual
conference, held 9-11 February, which attracted 260 national and international
registrations, including 113 students.

Upcoming Bioinformatics Training
1. Introduction to Bash scripting and job scheduler (Slurm) for HighPerformance Computing – Online on 8 March 2022
This is a new offering of the GA/NeSI introductory workshops. After attending
the introductory workshops (Bash, R or Genomic data analysis), this is aimed at
a level where you are comfortable writing small scripts and automating your
data analysis workflows through writing basic bash scripts and scaling the
workflow with the use of slurm job scheduler. The NeSI High-Performance
Computing platforms will be used for this workshop. Participants are expected
to have familiarity with Bash and workflows in general.
Register Here

2. Introduction to R for Genomics – Online, 9 March 2022
Co-hosted by Genomics Aotearoa and NeSI, this online introductory workshop
will help you get started with R for genomic data analysis. Specifically,
attendees can expect to learn:
The basic features of the R language
Getting started with tabular data
Aggregating and analysing data
Data visualisation
Producing reports with R Markdown
Register Here

3. Genomics Data Carpentry – Online, 28-29 March 2022
This lesson assumes the learner has no prior experience with the tools covered
in the workshop. However, learners are expected to have some familiarity with
biological concepts, including the concept of genomic variation within a
population.
The following topics will be covered:
Project organization and management - Learn how to structure your
metadata, organize and document your genomics data and bioinformatics
workflow, and access data on the NCBI sequence read archive
(SRA) database.
Introduction to the command line - Learn to navigate your file system,
create, copy, move, and remove files and directories, and automate
repetitive tasks using scripts and wildcards.

Data wrangling and processing - Use command-line tools to perform
quality control, align reads to a reference genome, and identify and
visualize between-sample variation.
Introduction to high-performance computing for genomics - Learn how to
work with HPCs and how to transfer data between your local computer
and HPCs/cloud resources.

To attend, you must register in advance. Instructions for connecting to the
online session will be emailed to all registrants.
Register Here

Let Ngoni know if you have bioinformatics training needs or would like more
information. You can also visit the new training page on our website for details
on upcoming workshops.

Workflows on GitHub
Our new bioinformatics training coordinator Jian Sheng Boey has started in his
role based at the University of Auckland.
Boey invites GA people to submit requests
to help input or organise their workflows on the
GitHub site. He is currently updating GA’s
Environmental Microbiology GitHub repository to
make it more accessible to everyone interested in
the workflow.
He is also helping with GA’s training workshops, alongside Ngoni Faya, Dini
Senanayake, and Matt Bixley.
Share your events and workshops information with Ngoni or Megan Guidry
(NeSI) to get them added to the Genomics Training Calendar in New Zealand Workshops NZ page on Genomics Aotearoa’s GitHub.

New To Our Website

Introducing Peter Tsai, a Postdoctoral Fellow at
the University of Auckland who is working on
Genomics Aotearoa’s Genomic Translational
Oncology project.
Find out more about Peter and the Genomic
Translational Oncology project here.

Genomics Aotearoa Annual Report
We have hard copies of Genomics Aotearoa’s
first annual report available if you are interested
in reading or passing them on to colleagues.
Please reply to this email with your mailing
address and we will get a copy to you.
Alternative, you can read it online here.

Genomics PhD Vacancies
The Mapping & Markers/Bioinformatics Teams at Plant & Food Research
Molecular & Digital Breeding Group, Lincoln has a vacancy for a PhD
Studentship to investigate the genetic bases of recurrent flowering (RF) in
blueberry. This PhD project is part of the PFR Growing Futures™ direction
Horticulture Production goes Urban – Hua ki te Ao (HGU). It will apply a multiomics approach to study RF in blueberry. Click here to apply.
The One Health Research Group at the University of Melbourne is recruiting
PhD students to investigate advantageous genetic traits against the disease
chytridiomycosis and develop synthetic biology methods to increase disease
resistance in declining frog species, and/or decrease virulence in the
fungus. Contact Dr Tiffany Kosch for information on how to
apply. Applications close 31 March 2022.
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